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Abstract : Objective To analyze the original calcium sticky, 17 (PCDH17) mRNA expression in peripheral blood of patients with gastrointestinal
tumor clinical value. Methods 48 cases of gastrointestinal cancer patients respectively using fluorescence quantitative polymerase chain reaction (PCR)
to detect the peripheral blood of the original calcium sticky 17 (PCDH17) mRNA, using immunohistochemical Method To detect the tumor tissue
PCDHI17 protein. Results Gastrointestinal tissues PCDH17 protein positive expression rate is 58.57%, peripheral blood the original calcium sticky 17
positive rate was 61.81%. Treatment of peripheral blood before the original calcium sticky 17m RNA, before and after treatment PCDH17mRNA content
difference of the content in different gender, age, there was no statistically significant difference between the treatment group and pathological types.
However, in the presence of lymph node and distant metastasis and maximum diameter of tumor patients group difference was statistically significant.
Before and after treatment PCDH17mRNA content difference of different curative effect is not significant. Conclusion  Gastrointestinal tumor patients
peripheral blood PCDH17mRNA monitoring can be instead of the tumor tissue protein PCDH17 monitoring.
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Table 2 The quantitative change of PCDHI7mRNA
before treatment and after treatment in patients with

gastrointestinal tumor compared with the general clinical
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